NJ tree generated by a cgMLST analysis (based on 906 loci)

[“Ligilactobacillus salivarius UCC118 (GCA_000008925.1)

Ligilactobacillus salivarius AH43348 (GCA_002079785.1)

=Ligilactobacillus salivarius NCIMB8818 (GCA 002079335.1)

L 3L igilactobacillus salivarius NCK1352 (GCA_040285095.1)

Ligilactobacillus salivarius CCuG47171 (GCA 002079645.1)

288, igilactobacillus salivarius 2D (GCA_013487885.1)

! 8L igilactobacillus salivarius JCM 1045 (GCA_002079465.1)

—Ligilactobacillus salivarius 144-2021-8 (GCA_028864385.1)

329, o ZLigilactobacillus salivarius JCM 1042 (GCA_002079505.1)
Ligilactobacillus salivarius JCM 1044 (GCA_002079485.1)

Ligilactobacillus salivarius CCuG27530B (GCA 002079745.1)

| **Ligilactobacillus salivarius NCK1355 (GCA_040285135.1)

=Ligilactobacillus salivarius L21 (GCA_002079435.1)

—Ligilactobacillus salivarius CCuG47826 (GCA_002079625.1)

=sLigilactobacillus salivarius CCuG47825 (GCA_002079655.1)

ﬂ-Ligilactobacillus salivarius JCM 1040 (GCA_002079525.1)

% _ SLigilactobacillus salivarius AH43324 (GCA_002079805.1)

Ligilactobacillus salivarius AH4231 (GCA_002079845.1)
=Ligilactobacillus salivarius AH4331 (GCA_002079765.1)
=Ligilactobacillus salivarius CCuG45735 (GCA_002079685.1)

HLO

5.48
0.5

165

rlo

%“Root

250



