
1
0

1
0

0.92
8.33

1
34.2

1
254

1
76.4

Ligilactobacillus salivarius UCC118 (GCA_000008925.1)4.34

Ligilactobacillus salivarius AH43348 (GCA_002079785.1)5.66

Ligilactobacillus salivarius NCIMB8818 (GCA_002079335.1)84.1

Ligilactobacillus salivarius NCK1352 (GCA_040285095.1)331

0.94
7.53

Ligilactobacillus salivarius CCuG47171 (GCA_002079645.1)354

1
83.2

Ligilactobacillus salivarius 2D (GCA_013487885.1)288

Ligilactobacillus salivarius JCM 1045 (GCA_002079465.1)281

0.5
5.48

0.99
32.9

Ligilactobacillus salivarius 144-2021-8 (GCA_028864385.1)324

1
333

0.87
2.54

Ligilactobacillus salivarius JCM 1042 (GCA_002079505.1)2.65

Ligilactobacillus salivarius JCM 1044 (GCA_002079485.1)3.35

Ligilactobacillus salivarius CCuG2753OB (GCA_002079745.1)5.46

0.68
3.83

1
165

1
126

0.85
13.1

1
16.1

Ligilactobacillus salivarius NCK1355 (GCA_040285135.1)40.8

Ligilactobacillus salivarius L21 (GCA_002079435.1)44.2

Ligilactobacillus salivarius CCuG47826 (GCA_002079625.1)58.4

Ligilactobacillus salivarius CCuG47825 (GCA_002079655.1)87.6

Ligilactobacillus salivarius JCM 1040 (GCA_002079525.1)199

1
325

1
35.7

1
10.4

Ligilactobacillus salivarius AH43324 (GCA_002079805.1)3

Ligilactobacillus salivarius AH4231 (GCA_002079845.1)3

Ligilactobacillus salivarius AH4331 (GCA_002079765.1)19.6

Ligilactobacillus salivarius CCuG45735 (GCA_002079685.1)45.8

Root0

NJ tree generated by a cgMLST analysis (based on 906 loci)
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