Dendrogram of cgMLST analysis (based on 729 loci)
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Limosilactobacillus reuteri TMW1.656 (GCA 000712565.2)
Limosilactobacillus reuteri CIRM-BIA 696 (GCA _025189665.1)
Limosilactobacillus reuteri LTH2584 (GCA 000712555.1)
Limosilactobacillus reuteri N2J (GCA_009649475.1)
Limosilactobacillus reuteri R2lc (GCA _003703875.1)
Limosilactobacillus reuteri TMW1.112 (GCA 000722535.2)
Limosilactobacillus reuteri N4l (GCA_009649605.1)
Limosilactobacillus reuteri Corl24 1 1 (GCA 020785655.1)
Limosilactobacillus reuteri 100-23 (GCA_000168255.1)
Limosilactobacillus reuteri DS12 10 (GCA 003053005.1)
Limosilactobacillus reuteri M_2 (GCA_020784295.1)
Limosilactobacillus reuteri M_20 (GCA 020784305.1)
Limosilactobacillus reuteri M1 (GCA _030345055.1)
Limosilactobacillus reuteri 609e (GCA 002253685.1)
Limosilactobacillus reuteri 609i (GCA 002253625.1)
Limosilactobacillus reuteri 114g (GCA 002253835.1)
Limosilactobacillus reuteri AD23 (GCA_009649595.1)
Limosilactobacillus reuteri 100-93 (GCA 009649105.1)
Limosilactobacillus reuteri 609d (GCA 002253705.1)
Limosilactobacillus reuteri 6091 (GCA 002253665.1)



