NJ tree generated by a cgMLST analysis (based on 903 loci)
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Lacticaseibacillus rhamnosus Lr140 (GCA_001044005.1)
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Lacticaseibacillus rhamnosus BIOML-A1 (GCA_009679445.1)
Lacticaseibacillus rhamnosus Lr073 (GCA_001043995.1)
Lacticaseibacillus rhamnosus Lrh12 (GCA_001657155.1)
Lacticaseibacillus rhamnosus Lr053 (GCA_001044085.1)
Lacticaseibacillus rhamnosus Lrh44 (GCA_001657235.1)
Lacticaseibacillus rhamnosus Lrh43 (GCA_001657255.1)
Lacticaseibacillus rhamnosus 2166 (GCA_000466865.2)

278, acticaseibacillus rhamnosus K32 (GCA_000735255.1)
Lacticaseibacillus rhamnosus Lr138 (GCA_001044075.1)
Lacticaseibacillus rhamnosus Lr032 (GCA_001044095.1)
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