N) tree generated by a cgMLST analysis (based on 749 loci)
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Roseburia intestinalis XB6B4 (GCA_000210655.1)

sos Em Roseburia intestinalis AF36-10AT (GCA_003474885.1)
! I9Roseburia intestinalis BIOML-AL (GCA_009718345.1)
Roseburia intestinalis MSK.17.84 (GCA_013300445.1)
Roseburia intestinalis ERR4918922_bin.43_MetaWRAP_v1.3_MAG (GCA_958353725.1)
Roseburia intestinalis ERR8263767_bin.27_MetaWRAP_v1.3_MAG (GCA_958407455.1)
2% Roseburia intestinalis ERR4316482_bin.8_MetaWRAP_v1.3_MAG (GCA 958441885.1)
2.Roseburia intestinalis M50/1 (GCA_000209995.1)
Roseburia intestinalis ERR9353903_bin.13_MetaWRAP_v1.3_MAG (GCA 958411545.1)
Roseburia intestinalis DOME_MAG_9076 (GCA_036551585.1)
Roseburia intestinalis SRR12395649 bin.61_CONCOCT v1.1_MAG (GCA 938027415.1)
Roseburia intestinalis ERR9492525_bin.25_MetaWRAP_v1.3_MAG (GCA_958366385.1)
sua[—“Roseburia intestinalis J1101437_171009_C5 (GCA_015555785.1)
@Roseburia intestinalis (GCA_000435135.1)
3%.Roseburia intestinalis ERR9762675_bin.27_MetaWRAP_v1.3_MAG (GCA 958425345.1)
8%,Roseburia intestinalis ERR321618-bin.7 (GCA_905207395.1)
Roseburia intestinalis AM62-3A (GCA_027668125.1)
Roseburia intestinalis BSD2780061689_150309_G12 (GCA_015554785.1)
% 3171 Roseburia intestinalis L1 82 (GCA_025151715.1)
! [1 Roseburia intestinalis L1-82 (GCA_900537995.1)
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