N) tree generated by a cgMLST analysis (based on 993 loci)

o1 C.parabacteroides merdae CLO3T12C32 (GCA_000307345.1)
ﬁParabacteroides merdae OF29-9pH9A (GCA_027692925.1)

BZparabacteroides merdae AF19-8 (GCA_003459525.1)

—Parabacteroides merdae SRR19721641_bin.15_metawrap_v1.3_MAG (GCA_947002275.1)
Parabacteroides merdae UBA1692 (GCA_002319995.1)

Parabacteroides merdae BRZ_FD__bin66 (GCA_944326285.1)

Parabacteroides merdae LMAG:82 (GCA_008679635.1)

Parabacteroides merdae OM05-11AA (GCA_003439005.1)

Parabacteroides merdae D33t1_170424_F9 (GCA_015554975.1)

Parabacteroides merdae D33stl_H8 D33tl_170424 (GCA_028326965.1)

15%.parabacteroides merdae SRR12395644 bin.0_CONCOCT v1.1_MAG (GCA 938009615.1)
Parabacteroides merdae 4937 (GCA_020743155.1)

Parabacteroides merdae Map_54_010 (GCA_022728765.1)

=W
=
o

2.88
p+s] Parabacteroides merdae 1001302B_160321_F2 (GCA_015554045.1)
Parabacteroides merdae SRR17794264_bin.23_metawrap_v1.3_MAG (GCA_947645905.1)
Parabacteroides merdae L3_123_242G1_dasL3_123_242G1_concoct_76 (GCA_018363135.1)
2 —®.parabacteroides merdae chick22__bin10 (GCA 947854905.1)

o

0.77] 389E0 Parabacteroides merdae bg_0049 (GCA_004166975.1)

! Bparabacteroides merdae BIOML-A25 (GCA_009719625.1)
L 4%.parabacteroides merdae AM16-50 (GCA_003470675.1)
Root

-
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