NJ) tree generated by a cgMLST analysis (based on 1342 loci)

—.Bacillus subtilis CP35 (GCA_031326005.1)
mE&” Bacillus subtilis TA 104 (GCA_023712285.1)
' B2.pacillus subtilis KSC 591 (GCA_023714405.1)
H2-LBacillus subtilis MD32 (GCA_014878105.1)
Bacillus subtilis Z-294 (GCA_047758065.1)
Bacillus subtilis W-2 (GCA 047758345.1)
38, 23gacillus subtilis DNKAS (GCA_013342875.1)
B’8.Bacillus subtilis UD1022 (GCA_001015095.1)
——™.Bacillus subtilis OWB-10 (GCA_034555075.1)
2k *%Bacillus subtilis XF-1 (GCA_000338735.1)
312;  #ZBacillus subtilis BAB-1 (GCA_000349795.1)
Bacillus subtilis QYCK 26 (GCA_023614045.1)
Bacillus subtilis TY-1 (GCA_025426155.1)
Bacillus subtilis HJ5 (GCA_000973605.1)
Bacillus subtilis ZDO1 (GCA _009665145.2)
#%2Bacillus subtilis BSD-2 (GCA_001465815.1)
. 2%.Bacillus subtilis MEC_B298 (GCA_024220155.1)
"] 83 4%Bacillus subtilis SX01705 (GCA_002216085.1)
@Bacillus subtilis ps4060 (GCA_025809235.1)
2%.Bacillus subtilis BYS2 (GCA 018394175.1)
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