NJ tree generated by a cgMLST analysis (based on 773 loci)
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&ELacticaseibacillus paracasei Lpp228 (GCA_000409995.1)
8. acticaseibacillus paracasei Lpp189 (GCA_000410295.1)
193, acticaseibacillus paracasei Lpp226 (GCA _000409895.1)
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%:Lacticaseibacillus paracasei CIRM-BIA 1869 (GCA 025190485.1)
' 895 acticaseibacillus paracasei FAM8374 (GCA_003712825.1)
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>=>Lacticaseibacillus paracasei DTA81 (GCA 012241605.1)
Lacticaseibacillus paracasei FAM3257 (GCA_003712755.1)

Lacticaseibacillus paracasei FAM 3257 (GCA_005864195.1)
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Lacticaseibacillus paracasei BL23 (GCA_000026485.1)
Lacticaseibacillus paracasei CIP109805 (GCA 965138865.1)
Lacticaseibacillus paracasei DUP 13076 (GCA 002849575.1)
Lacticaseibacillus paracasei ATCC 27092 (GCA_023656965.1)
Lacticaseibacillus paracasei GM-080 (GCA_030061895.1)

L%L| acticaseibacillus paracasei 88 (GCA 024999945.1)
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——Lacticaseibacillus paracasei 01 (GCA_024665815.1)
6511 °° D9 acticaseibacillus paracasei VHProbi F22 (GCA_022478075.1)
h4.3 28, acticaseibacillus paracasei VA02-1AN (GCA_011031945.1)
ZLacticaseibacillus paracasei CIRM-BIA 770 (GCA_025190575.1)
0:§84LELacticaseibacillus paracasei CIRM-BIA 1444 (GCA_025190635.1)
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Lacticaseibacillus paracasei CIRM-BIA 2130 (GCA_025190705.1)
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