N) tree generated by a cgMLST analysis (based on 773 loci)
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Lacticaseibacillus paracasei MGB0245 (GCA_015476075.1)
Lacticaseibacillus paracasei KCKM 0245 (GCA_031348425.1)
Lacticaseibacillus paracasei KCKM 0992 (GCA_031461095.1)
“Lacticaseibacillus paracasei MGB0625 (GCA_015476155.1)
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Lacticaseibacillus paracasei Lpp225 (GCA_000410175.1)
“Lacticaseibacillus paracasei SRCM212209 (GCA_047785155.1)
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