N) tree generated by a cgMLST analysis (based on 1198 loci)
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*ZBifidobacterium bifidum 20 (GCA_025506295.1)

ps 510E3-55 Bifidobacterium bifidum TM06-5 (GCA_003466365.1)
! BS5Bifidobacterium bifidum TM06-10 (GCA_003466395.1)

*“.Bifidobacterium bifidum ATCC 29521 (GCA_000466525.1)
Bifidobacterium bifidum UBBB-55 (GCA 016307165.1)
Bifidobacterium bifidum s-1 (GCA_013867495.1)
Bifidobacterium bifidum - (GCA_001025135.1)
Bifidobacterium bifidum NCTC13001 (GCA_900637095.1)
Bifidobacterium bifidum BB-G90 (GCA_017814645.1)
=Bifidobacterium bifidum LMG 11041 (GCA_000741085.1)
Bifidobacterium bifidum 1 G1971 (GCA_002469385.1)
$4.Bifidobacterium bifidum 1887B (GCA_002076105.1)

1o Bifidobacterium bifidum CLA-AA-H198 (GCA_040094955.1)
ﬂBiﬁdobacterium bifidum IATA148 (GCA_049204775.1)
*5,Bifidobacterium bifidum NCIMB 41171 (GCA_000155395.1)
Bifidobacterium bifidum IPLA 20015 (GCA_001020405.1)
2 Bifidobacterium bifidum MJR8628B (GCA_001546225.1)
Y.Bifidobacterium bifidum J1101312st1 E10 J1101312_190322 (GCA 028202395.1)
Bifidobacterium bifidum LMG 13200 (GCA_001020325.1)
Bifidobacterium bifidum 1001136st1_C1 1001136B_160425 (GCA 028202855.1)

515

501

492




