N) tree generated by a cgMLST analysis (based on 1548 loci)
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Lactobacillus acidophilus BAO5 (GCA_002914945.1)
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Lactobacillus acidophilus BCRC 12255 (GCA_017009485.1)

Lactobacillus acidophilus CIRM-BIA 903 (GCA_025194705.1)

Lactobacillus acidophilus MCC 0241 (GCA_036347815.1)

22| actobacillus acidophilus DS1_1A (GCA_003062045.1)

9% actobacillus acidophilus La-5 (GCA_017009715.1)

014 LLactobacillus acidophilus CIRM-BIA 902 (GCA_025194745.1)

52 %Lactobacillus acidophilus FSI4 (GCA_000934625.1)
Lactobacillus acidophilus DS20_1 (GCA_003061885.1)

Lactobacillus acidophilus LA-5 (GCA_024665555.1)
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