NJ tree generated by a cgMLST analysis (based on 1285 loci)
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Bacteroides fragilis S_688 (GCA_034133915.1)
Bacteroides fragilis BF_FA_COP_DK_2009 04 (GCA 026966075.1)
=Bacteroides fragilis S_231 (GCA_034132365.1)

>®%.Bacteroides fragilis S_1123 (GCA_034149545.1)
Bacteroides fragilis S 866 (GCA 034141385.1)
Bacteroides fragilis FJNDD5M4 (GCA 029872695.1)
Bacteroides fragilis ERR4647695_bin.4_MetaWRAP_v1.1_MAG (GCA_946502935.1)
Bacteroides fragilis FDAARGOS_1511 (GCA_020297425.1)
=Bacteroides fragilis S_148 (GCA_034122625.1)
=Bacteroides fragilis UBA1684 (GCA_002320205.1)
*22Bacteroides fragilis S13 L11 (GCA_000599105.1)
2LBacteroides fragilis 1007-1-F #10 (GCA_000598685.2)
=Bacteroides fragilis 1007-1-F #3 (GCA_000599265.1)
=-Bacteroides fragilis 1007-1-F #6 (GCA_000601095.1)
=Bacteroides fragilis 1007-1-F #9 (GCA_000598885.1)
=Bacteroides fragilis 1007-1-F #5 (GCA_000601035.1)
~Bacteroides fragilis 1007-1-F #8 (GCA_000598265.1)
—Bacteroides fragilis 1007-1-F #4 (GCA_000598545.2)
=Bacteroides fragilis 1007-1-F #7 (GCA_000599145.2)




