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Bacteroides fragilis L3_105 245G1 dasL3 105
Bacteroides fragilis 638R (GCA 000210835.1)

Bacteroides fragilis Map 22 003 (GCA 022744
Bacteroides fragilis Map 41 004 (GCA 022747
Bacteroides fragilis S_ 965 (GCA 034146325.1)
Bacteroides fragilis S_121 (GCA_034123365.1)
Bacteroides fragilis S_766 (GCA 034144965.1)
Bacteroides fragilis AM100 PB TSB 25 (GCA_O
Bacteroides fragilis Map 178 018 (GCA 02273
Bacteroides fragilis 12905 (GCA_002811065.1)
Bacteroides fragilis B604 007 (GCA_ 02272058
Bacteroides fragilis S_509 (GCA_034127365.1)
Bacteroides fragilis 3397 T14 (GCA_00059916!
Bacteroides fragilis 3397 N3 (GCA_ 000598925
Bacteroides fragilis 3397 N2 (GCA_000598565.
Bacteroides fragilis Tbg-32 (GCA 026719515.1
Bacteroides fragilis 3397 T10 (GCA_00059840:
Bacteroides fragilis CHE528 007 (GCA 022719
Bacteroides fragilis TF09-1 (GCA_003436935.1
Bacteroides fragilis J-143-4 (GCA_000598525.1



