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Bacteroides fragilis Map_41_004 (GCA_022747335.1)
Bacteroides fragilis OB EAV1 11 D6 FAA (GCA_028743275.1)
Bacteroides fragilis 3976T8 (GCA_000599185.2)
Bacteroides fragilis Bacteroides fragilis 82A12 (GCA_900624785.1)
Bacteroides fragilis S_637 (GCA_034134925.1)
Bacteroides fragilis BFR_KZ07 (GCA_014042525.1)
Bacteroides fragilis S_110 (GCA_034123705.1)
Bacteroides fragilis S_1006 (GCA_034145325.1)
Bacteroides fragilis 4868 (GCA_020743575.1)
Bacteroides fragilis MTG237_bin.32.fa (GCA_934865045.1)
Bacteroides fragilis MTG235_bin.20.fa (GCA_934860245.1)
Bacteroides fragilis MTG232_bin.5.fa (GCA_934846305.1)
Bacteroides fragilis MTG236_bin.60.fa (GCA_934864335.1)
Bacteroides fragilis AM31-13AC (GCA_003469305.1)
Bacteroides fragilis MTG239_bin.38.fa (GCA_934874975.1)
Bacteroides fragilis MTG246_bin.34.fa (GCA_934875955.1)
Bacteroides fragilis MTG240_bin.46.fa (GCA_934871965.1)
Bacteroides fragilis MTG248_bin.50.fa (GCA_934882765.1)
Bacteroides fragilis MTG238_bin.52.fa (GCA_934871385.1)
Bacteroides fragilis MTG247_bin.25.fa (GCA_934876015.1)

 Dendrogram of cgMLST analysis (based on 1285 loci)


