N) tree generated by a cgMLST analysis (based on 1042 loci)
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Bifidobacterium pseudocatenulatum IPLA36007 (GCA_000708005.1)
Bifidobacterium pseudocatenulatum - (GCA_001025215.1)
—=Bifidobacterium pseudocatenulatum DSM 20438 (GCA_000173435.1)
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Bifidobacterium pseudocatenulatum 1001099stl_G10_1001099B_141217 (GCA_028310925.1)

L *%Bifidobacterium pseudocatenulatum 1896B (GCA_002075945.1)
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