N) tree generated by a cgMLST analysis (based on 1327 loci)
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%.Streptococcus salivarius H50302 (GCA_003231475.1)
2%.Streptococcus salivarius - (GCA_902652475.1)

825.Streptococcus salivarius 20925 1_11 (GCA_041431895.1)

163,

617E0 Streptococcus salivarius BIOML-A2 (GCA_009717465.1)
! Streptococcus salivarius BIOML-A1 (GCA_009717495.1)

ﬁE’Streptococcus salivarius YU10 (GCA_000714455.1)
s8]  22.5treptococcus salivarius NU10 (GCA_000714445.1)
2Lstreptococcus salivarius MCC747 (GCA_018783545.1)

EStreptococcus salivarius DFI.1.41 (GCA_020562065.1)
141 Streptococcus salivarius DFI.1.40 (GCA_020562075.1)
1

J-Streptococcus salivarius 1001095st1l_G4_10010951)_161003 (GCA_028325765.1)

EStreptococcus salivarius E31 (GCA_020404185.1)
Streptococcus salivarius E32 (GCA_020404345.1)
EStreptococcus salivarius 1001713st1l_G9_1001713B170207_170306 (GCA_028325505.1)
Streptococcus salivarius 1001713stl_A2_1001713B170131_170501 (GCA_028325525.1)
Streptococcus salivarius 27098_8_162 (GCA_041431655.1)
——.Streptococcus salivarius BIOML-A8 (GCA_009717365.1)
1 s 2.streptococcus salivarius BIOML-A9 (GCA_009717335.1)
! lgtreptococcus salivarius BIOML-A6 (GCA_009717395.1)
818.Streptococcus salivarius DFI1.4.50 (GCA_020554375.1)




