NJ tree generated by a cgMLST analysis (based on 1168 loci)

.Bifidobacterium longum ATCC 15697 (GCA_000020425.1)
Bifidobacterium longum - (GCA_000269965.1)
25.Bifidobacterium longum BINF (GCA 018140675.1)
iM 5 %Bifidobacterium longum BB-02 (GCA_023205855.1)
**t0.gifigobacterium longum BB-02 (GCA_024665655.1)
Bifidobacterium longum Y46 (GCA_026967535.1)
Bifidobacterium longum BI-G201 (GCA_013204895.1)
Bifidobacterium longum PI_005 (GCA_023208115.1)

Bifidobacterium longum P1_006 (GCA_023208155.1)

551
1

.45
0.94 25.7

Bifidobacterium longum BIO5478 (GCA_008868445.1)

Bifidobacterium longum PI_010 (GCA_023208035.1)

2992.Bifidobacterium longum P1_004 (GCA_023205795.1)

09950 Bifidobacterium longum PI_003 (GCA_023205815.1)

W{;Biﬁdobacterium longum PI_008 (GCA_023208075.1)

01 2#LBifidobacterium longum PI_009 (GCA_023208055.1)

02008 29%.Bifidobacterium longum PI_007 (GCA_023208095.1)

91 CBifidobacterium longum Bi-26 (GCA_004919065.2)
Bifidobacterium longum PI_002 (GCA_023205835.1)

Bifidobacterium longum NLS (GCA_023208135.1)

“Root

250



