N) tree generated by a cgMLST analysis (based on 1168 loci)

?2.Bifidobacterium longum BINF (GCA 018140675.1)
Bifidobacterium longum BB-02 (GCA_023205855.1)

SZZE Bifidobacterium longum IATA105 (GCA_049205175.1)

* bBifidobacterium longum IATA104 (GCA_049205195.1)
2.Bifidobacterium longum NCTC13219 (GCA_900445755.1)
Bifidobacterium longum MCC 0240 (GCA_036350045.1)
=Bifidobacterium longum ATCC 15697 (GCA_000020425.1)
=Bifidobacterium longum - (GCA_902167885.1)
Bifidobacterium longum - (GCA_000269965.1)
Bifidobacterium longum JCM 7007 (GCA_019660445.1)
Bifidobacterium longum NCTC11817 (GCA_900637215.1)
Bifidobacterium longum CIP64.67T (GCA_965137735.1)
Bifidobacterium longum BIC1401111250 (GCA_000825045.1)
Bifidobacterium longum BIC1401212621b (GCA_000825085.1)
=Bifidobacterium longum BIC1206122787 (GCA_000825005.1)
Bifidobacterium longum BIC1307292462 (GCA_000825025.1)
Bifidobacterium longum BIC1401212621a (GCA_000825065.1)
Bifidobacterium longum BIB1401272845a (GCA_000825125.1)
Bifidobacterium longum BIB1401242951 (GCA_000825105.1)
=Bifidobacterium longum BIB1401272845b (GCA_000825145.1)

rlo

0.38

“Root

250



