
1
0

1
0

1
274

1
90.2

Bacteroides fragilis 2d2A (GCA_000944095.1)143

Bacteroides fragilis 4g8B (GCA_001373095.1)189

1
52.1

0.97
32.7

Bacteroides fragilis DS-71 (GCA_000599085.1)115

0.94
19.7

0.94
22

Bacteroides fragilis Map_165_009 (GCA_022745625.1)53.1

1
67.9

Bacteroides fragilis Map_32_005 (GCA_022725225.1)5.37

Bacteroides fragilis Map_132_016 (GCA_022746345.1)5.63

1
33

Bacteroides fragilis GB-124 (GCA_014893755.1)57.2

Bacteroides fragilis S_833 (GCA_034142665.1)58.8

Bacteroides fragilis Map_93_010 (GCA_022731325.1)154

1
436

1
66.3

1
0

Bacteroides fragilis TL139C_1B (GCA_007896795.1)0

Bacteroides fragilis TL139C_2B (GCA_009025495.1)0

Bacteroides fragilis TL139C_3B (GCA_022832315.1)0

1
25.5

1
23.8

Bacteroides fragilis S6R5 (GCA_000599045.1)10.9

Bacteroides fragilis S6L3 (GCA_000599225.1)41.1

0.73
4.24

Bacteroides fragilis US326 (GCA_002811035.1)33.8

0.62
4.01

0.82
1.93

1
23

0.97
0

Bacteroides fragilis OM06-30AC (GCA_003438775.1)0

Bacteroides fragilis OM06-1 (GCA_003438895.1)0

Bacteroides fragilis OM06-17AC (GCA_027691865.1)0

Bacteroides fragilis S_481 (GCA_034152945.1)36

Bacteroides fragilis S36L5 (GCA_000599025.1)33.6

Root0

NJ tree generated by a cgMLST analysis (based on 1285 loci)

250


