N) tree generated by a cgMLST analysis (based on 120 loci)

°Lparabacteroides distasonis 2b7B (GCA_000947355.1)
Parabacteroides distasonis 2b7A (GCA_000939775.1)
Parabacteroides distasonis S_487 (GCA_034153195.1)
Parabacteroides distasonis SRR17794265_bin.41_metawrap_v1.3_MAG (GCA 948444875.1)
Parabacteroides distasonis 2789STDY5608872 (GCA_001405935.1)
%28.parabacteroides distasonis S 323 (GCA_034130595.1)
H aasPParabacteroides distasonis AM03-31X (GCA_027663625.1)
Hl'—;<I;’arabacteroides distasonis RTP21484stl_E5 RTP21484 190118 (GCA_028331125.1)
31]  *Parabacteroides distasonis Map_54_006 (GCA _022728815.1)
Parabacteroides distasonis D40t1_170626_B3 (GCA_015552355.1)
Parabacteroides distasonis D40st1l_A4_D40t1l_170626 (GCA_028329105.1)
Parabacteroides distasonis D40st1l_B8_D40t1_170626 (GCA_028329115.1)
Parabacteroides distasonis FDAARGOS_759 (GCA_013267615.1)
Parabacteroides distasonis AM33-1 (GCA_003468605.1)
Parabacteroides distasonis AM15-13 (GCA_003472045.1)
™Parabacteroides distasonis BIOML-A23 (GCA_009678635.1)
Parabacteroides distasonis BIOML-A24 (GCA_009678655.1)
Parabacteroides distasonis 1001254)_160919_G7 (GCA_015555625.1)
Parabacteroides distasonis 1001262B_160229 B8 (GCA_015668155.1)
Parabacteroides distasonis 1001262st1_B2 1001262B_160229 (GCA_028330145.1)

)

%Root
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