N) tree generated by a cgMLST analysis (based on 1102 loci)

24 evilactobacillus brevis 47f (GCA_001010995.2)
=Levilactobacillus brevis CIRM-BIA 2231 (GCA_025194385.1)
“Levilactobacillus brevis CIRM-BIA 2230 (GCA _025194405.1)
Levilactobacillus brevis SRCM217016 (GCA_030378305.1)
Levilactobacillus brevis IBB3735 (GCA_048565585.1)

=Levilactobacillus brevis DS1_5 (GCA_003053125.1)
=Levilactobacillus brevis HQ1-1 (GCA_015238595.1)

222, evilactobacillus brevis CIRM-BIA 2225 (GCA_025194305.1)
Levilactobacillus brevis N38 (GCA _018916925.1)

Levilactobacillus brevis UCCLB521 (GCA_006228305.1)
Levilactobacillus brevis TOM.290 (GCA_030361165.1)
Levilactobacillus brevis TOM.66 (GCA_030361325.1)
~Levilactobacillus brevis CIRM-BIA 895 (GCA_025194505.1)
=Levilactobacillus brevis LBX14 (GCA 020509325.1)
~Levilactobacillus brevis D6 (GCA_001541605.1)

Levilactobacillus brevis CIRM-BIA 1442 (GCA_025000005.1)
=Levilactobacillus brevis - (GCA_006538905.1)
Levilactobacillus brevis CIRM-BIA 907 (GCA_025194485.1)
—Levilactobacillus brevis TR169 (GCA_006381875.1)
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