NJ tree generated by a cgMLST analysis (based on 942 loci)

[>Lactiplantibacillus plantarum CGMCC 1.557 (GCA_001272315.2)
=Lactiplantibacillus plantarum SCB0151 (GCA_022810685.1)
=Lactiplantibacillus plantarum BK-022 (GCA_009756965.1)
=Lactiplantibacillus plantarum - (GCA_003966855.1)

o>Lactiplantibacillus plantarum FCQNA32M4 (GCA_030464485.1)
Lactiplantibacillus plantarum BRD3A (GCA_031085385.1)
Lactiplantibacillus plantarum Lp1612 (GCA_001540965.1)
Lactiplantibacillus plantarum EL11 (GCA_017580935.1)
=Lactiplantibacillus plantarum CGMCC 14177 (GCA_036321505.1)
1% actiplantibacillus plantarum BIO1096 (GCA 008868495.1)
46_10 Lactiplantibacillus plantarum FUA3428 (GCA_020844665.1)
H;Lactiplantibacillus plantarum FUA3428 (GCA _026127775.1)

L) actiplantibacillus plantarum KLDS1.0386 (GCA_017576965.1)
Lactiplantibacillus plantarum JZ6 (GCA_019599425.1)
Lactiplantibacillus plantarum P9 (GCA_024181685.1)

246, L| actiplantibacillus plantarum cqf-43 (GCA 034333585.1)
Lactiplantibacillus plantarum CIRM-BIA 653 (GCA_025189965.1)
Lactiplantibacillus plantarum FUA3302 (GCA_020844685.1)
Lactiplantibacillus plantarum FUA3302 (GCA_026127685.1)
=Lactiplantibacillus plantarum MD159 (GCA_041344945.1)
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