NJ tree generated by a cgMLST analysis (based on 942 loci)
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[ Lactiplantibacillus plantarum DSM 13273 (GCA_001436855.1)
ﬁ;:Lactiplantibacillus plantarum CIRM-BIA 1108 (GCA_025190025.1)

2% actiplantibacillus plantarum NAB1 (GCA 030644445.1)
“Lactiplantibacillus plantarum NAB1 (GCA_001633775.1)
Lactiplantibacillus plantarum BDGP2 (GCA 002290185.1)
Lactiplantibacillus plantarum dm (GCA_002220175.1)
=Lactiplantibacillus plantarum DMC-S1 (GCA_029855105.1)
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Lactiplantibacillus plantarum g22 (GCA _015694325.1)
Lactiplantibacillus plantarum KP (GCA_001704315.1)
Lactiplantibacillus plantarum DF (GCA_001704335.1)
“=Lactiplantibacillus plantarum - (GCA 014132175.1)
=Lactiplantibacillus plantarum NAB2 (GCA 001633255.1)
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