Dendrogram of cgMLST analysis (based on 516 loci)
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Bacteroides ovatus BO_FA_ ODE DK 2015 87 3 (GCA_026966855.1)
Bacteroides ovatus CLO9T03C03 (GCA 001535615.1)

Bacteroides ovatus SG-853 (GCA 021589085.1)

Bacteroides ovatus 1001175stl D1 (GCA_005845305.1)

Bacteroides ovatus 1001175stl E11 (GCA 005844755.1)

Bacteroides ovatus 1001175B 160314 D1 (GCA 015549705.1)
Bacteroides ovatus BFG-623 (GCA 024788555.1)

Bacteroides ovatus 1001270H 150608 A4 (GCA 015548155.1)
Bacteroides ovatus 1001271stl_H2 (GCA_005844905.1)

Bacteroides ovatus G6_m1001271B151109d0_201107 (GCA_028399855.1)
Bacteroides ovatus F7_m1001271B151109d0 201107 (GCA_028399925.1)
Bacteroides ovatus A4 m1001271B151109d0 201107 (GCA 028399945.1)
Bacteroides ovatus B6_m1001271B151109d0_201107 (GCA_028399975.1)
Bacteroides ovatus C10_m1001271B151109d0_201107 (GCA_028400025.1)
Bacteroides ovatus BSD2780061687 150420 H2 (GCA 015552205.1)
Bacteroides ovatus BSD2780061687st1l_H2 (GCA_005844885.1)
Bacteroides ovatus E3_hBSD2780061687_ 210209 (GCA_028400685.1)
Bacteroides ovatus A9 hBSD2780061687 210209 (GCA 028400725.1)
Bacteroides ovatus E8 hBSD2780061687 210209 (GCA_028400805.1)
Bacteroides ovatus BFG-338 (GCA 024792145.1)



