N) tree generated by a cgMLST analysis (based on 1198 loci)
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=Bifidobacterium bifidum UBBB-55 (GCA_016307165.1)
~Bifidobacterium bifidum ATCC 29521 (GCA_000466525.1)
Bifidobacterium bifidum s-1 (GCA_013867495.1)
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