N) tree generated by a cgMLST analysis (based on 942 loci)
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Lactiplantibacillus plantarum FBR5 (GCA_001619265.1)
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=Lactiplantibacillus plantarum BGM37 (GCA_017580975.1)
~Lactiplantibacillus plantarum JGS49 (GCA_031583165.1)
Lactiplantibacillus plantarum Lp835 (GCA_009889735.1)
Lactiplantibacillus plantarum Lp823 (GCA_009889825.1)
Lactiplantibacillus plantarum Lp546 (GCA_009889835.1)
Lactiplantibacillus plantarum Lp821 (GCA_009889865.1)
Lactiplantibacillus plantarum Lp543 (GCA_009889885.1)
Lactiplantibacillus plantarum Lp542 (GCA_009889895.1)
°4Lactiplantibaci||us plantarum Lp533 (GCA_009889925.1)

202L actiplantibacillus plantarum ST-lll (GCA_000148815.2)
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Lactiplantibacillus plantarum 12 (GCA 017301935.1)
Lactiplantibacillus plantarum AHQ-14 (GCA_039954855.1)
Lactiplantibacillus plantarum HOM2217 (GCA_038743365.1)
Lactiplantibacillus plantarum Y44 (GCA_007833595.1)

2292, actiplantibacillus plantarum BF_15 (GCA_025723165.1)
Lactiplantibacillus plantarum CGMCC12436 (GCA_003344845.1)

Lactiplantibacillus plantarum LP-F1 (GCA_023207995.1)
Lactiplantibacillus plantarum plantll (GCA_038039495.1)
Lactiplantibacillus plantarum BGI-N6 (GCA_040084715.1)



