N) tree generated by a cgMLST analysis (based on 903 loci)

128, acticaseibacillus rhamnosus Lrh45 (GCA_001657245.1)

3L acticaseibacillus rhamnosus 313 (GCA_001044415.1)
tLacticaseibacillus rhamnosus Mo2 (GCA 028878125.1)
Lacticaseibacillus rhamnosus - (GCA_000011045.1)
Lacticaseibacillus rhamnosus GG (ATCC 53103) (GCA_000026505.1)
Lacticaseibacillus rhamnosus DS4_11 (GCA_003052965.1)
Lacticaseibacillus rhamnosus GG (GCA_003353455.1)
Lacticaseibacillus rhamnosus Lrh18 (GCA_001657055.1)
Lacticaseibacillus rhamnosus DM054 (GCA_024158105.2)
Lacticaseibacillus rhamnosus BIOML-A5 (GCA_009679345.1)
Lacticaseibacillus rhamnosus LR-B2 (GCA_004125395.1)
Lacticaseibacillus rhamnosus LR-CVC (GCA_004125455.1)
Lacticaseibacillus rhamnosus WQ2 (GCA_002025085.1)
Lacticaseibacillus rhamnosus LR-B1 (GCA_004010975.1)
% acticaseibacillus rhamnosus LR-S (GCA_004125475.1)
% acticaseibacillus rhamnosus MCC 0256 (GCA_030480385.1)
% acticaseibacillus rhamnosus ATA-LR$1902 (GCA_040822755.1)
Lacticaseibacillus rhamnosus GG_ID (GCA_041679765.1)
Lacticaseibacillus rhamnosus IATA117 (GCA_049204955.1)
Lacticaseibacillus rhamnosus - (GCA_049810295.1)

o

0.247

0.22

)

%Root

250



