N) tree generated by a cgMLST analysis (based on 1285 loci)

<[“>Bacteroides fragilis 20793-3 (GCA_001699855.1)
=Bacteroides fragilis CM13 (GCA_002810985.1)
=Bacteroides fragilis S_325 (GCA_034130545.1)
“=Bacteroides fragilis 20793-3 (GCA_000598905.1)
*ZBacteroides fragilis DS-208 (GCA_000598505.1)
®2.Bacteroides fragilis 2-F-2 #7 (GCA_000598145.1)
“Bacteroides fragilis 2-F-2 #4 (GCA_000598825.1)
=Bacteroides fragilis 2-F-2 #5 (GCA_000598285.1)
“Bacteroides fragilis 34-F-2 #13 (GCA_000598425.1)
*%8.Bacteroides fragilis FGXGL59E1 (GCA_029872785.1)
*8.Bacteroides fragilis HCK-B3 (GCA_003363115.1)
*%.Bacteroides fragilis BF_Chicken_meat_2016 (GCA_026966155.1)
#2pacteroides fragilis MTG235_bin.20 (GCA_934860245.1)
=Bacteroides fragilis AM31-13AC (GCA_003469305.1)
Bacteroides fragilis MTG247_bin.25 (GCA_934876015.1)
Bacteroides fragilis MTG238_bin.52 (GCA_934871385.1)
=Bacteroides fragilis MTG239 bin.38 (GCA_934874975.1)
Bacteroides fragilis MTG248_bin.50 (GCA_934882765.1)
Bacteroides fragilis MTG240 _bin.46 (GCA_934871965.1)
Bacteroides fragilis MTG246_bin.34 (GCA_934875955.1)
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