Dendrogram of cgMLST analysis (based on 729 loci)
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Limosilactobacillus reuteri 482_46 (GCA_001703865.1)
Limosilactobacillus reuteri 480 44 (GCA 001703855.1)
Limosilactobacillus reuteri 482 54 (GCA 001703885.1)
Limosilactobacillus reuteri 484 32 (GCA 001703875.1)
Limosilactobacillus reuteri 484 39 (GCA 001703935.1)
Limosilactobacillus reuteri 11A (GCA 020785945.1)
Limosilactobacillus reuteri TD1 (GCA _000439275.1)
Limosilactobacillus reuteri JLR.JHO54 (GCA _047445745.1)
Limosilactobacillus reuteri LRO (GCA 002156605.1)
Limosilactobacillus reuteri 6799jm-1 (GCA_009649645.1)
Limosilactobacillus reuteri P43 (GCA_033570435.1)
Limosilactobacillus reuteri P43 (GCA 001705505.1)
Limosilactobacillus reuteri R.n.1-B (GCA 020784435.1)
Limosilactobacillus reuteri R.n.2-A (GCA_020784375.1)
Limosilactobacillus reuteri R.n.3-A (GCA_020784465.1)
Limosilactobacillus reuteri 11B (GCA 020785935.1)
Limosilactobacillus reuteri LL7 (GCA 007633215.1)
Limosilactobacillus reuteri NM12 1-47 (GCA_004794115.1)
Limosilactobacillus reuteri FUA 3041 (GCA 020784515.1)
Limosilactobacillus reuteri FUA 3043 (GCA 020784495.1)



