NJ tree generated by a cgMLST analysis (based on 942 loci)

sl Lactiplantibacillus plantarum JSA22 (GCA_001720285.1)
26_9T{‘Ql<_actiplantibacillus plantarum BLP3 (GCA_049241955.1)

%12_20 Lactiplantibacillus plantarum Curd (GCA_003990985.1)

1%{;Lactiplantibacillus plantarum dkpl (GCA_004118615.1)

32, actiplantibacillus plantarum P05 (GCA_039566515.1)

4| actiplantibacillus plantarum P9 (GCA_021559675.1)

0 Lactiplantibacillus plantarum PCQZX1M2 (GCA 030464405.1)
Lactiplantibacillus plantarum PCQYB1M3 (GCA_030464605.1)
Lactiplantibacillus plantarum PCQWS1M2 (GCA_030464625.1)
Lactiplantibacillus plantarum PCQLP6M2 (GCA_030464645.1)
Lactiplantibacillus plantarum PCQKX1M2 (GCA_030464665.1)
Lactiplantibacillus plantarum PCQDJ1M5 (GCA_030464685.1)
Lactiplantibacillus plantarum PCQYC1M1 (GCA_030464575.1)
Lactiplantibacillus plantarum SRCM100995 (GCA 009913675.1)

.99 &Lactiplantibacillus plantarum MF1298 (GCA_001880185.2)

S Lactiplantibacillus plantarum Nizo2029 (GCA_001639485.1)
Lactiplantibacillus plantarum 123-17 (GCA_009759845.1)

“Lactiplantibacillus plantarum IYO2065 (GCA_030297695.1)

=Lactiplantibacillus plantarum SRCM101105 (GCA_009913695.1)
=Lactiplantibacillus plantarum SRCM102737 (GCA_009913975.1)
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