
1
0

1
0

Bacillus subtilis 29R7-12 (GCA_001902555.1)1.63

0.78
1.22

0.76
0.281

0.56
0

Bacillus subtilis SFA-H43 (GCA_003265645.1)0.5

Bacillus subtilis G8 (GCA_027923485.1)0.5

Bacillus subtilis B-14206 (GCA_035812175.1)0.5

0.32
0.117

Bacillus subtilis SPC-17-3 (GCA_023650935.1)0.883

0.31
0.0625

Bacillus subtilis 107105 (GCA_030169085.1)0.938

0.23
0.0625

Bacillus subtilis BEST195 (GCA_000209795.2)0

0.23
0

Bacillus subtilis ATCC 21228 (GCA_002982175.1)0

0.23
0

Bacillus subtilis SCP010-1 (GCA_020773035.1)0

0.23
0

Bacillus subtilis BN0 (GCA_022701095.1)0

0.23
0

Bacillus subtilis NB205 (GCA_023702515.1)0

0.23
0

Bacillus subtilis MER TA 137-5 (GCA_023713435.1)0

0.23
0

Bacillus subtilis A-5 (GCA_024733955.1)0

0.23
0

Bacillus subtilis PN176 (HK176) (GCA_024918995.1)0

0.23
0

Bacillus subtilis SJTU2 (GCA_034440835.1)0

0.23
0

Bacillus subtilis B-14203 (GCA_035812215.1)0

0.23
0

Bacillus subtilis B-14204 (GCA_035812245.1)0

0.23
0

Bacillus subtilis AR02-06 (GCA_039880435.1)0

0.23
0

Bacillus subtilis AR01-03 (GCA_039903365.1)0

Bacillus subtilis SD2 (GCA_041051865.1)0

Root0

NJ tree generated by a cgMLST analysis (based on 1342 loci)
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