
1
0

1
0

0.86
10.7

1
287

Bacillus subtilis - (GCA_905315055.2)256

1
216

Bacillus subtilis K1 (GCA_026639155.1)6.36

Bacillus subtilis - (GCA_020311615.1)7.64

Bacillus subtilis SG6 (GCA_000782835.1)523

0.6
6.19

1
518

Bacillus subtilis GQJK2 (GCA_002072735.1)4.66

Bacillus subtilis PR10 (GCA_005849145.1)6.34

0.95
32

Bacillus subtilis LP (GCA_038762065.1)468

1
354

1
140

0.8
1.63

Bacillus subtilis MPF 24 (GCA_023713145.1)5.61

Bacillus subtilis BF12B1 (GCA_044499385.1)5.39

Bacillus subtilis SEM-2 (GCA_006454465.1)8.37

0.84
11.7

Bacillus subtilis FUA2114 (GCA_008017615.1)152

1
57.8

1
18.3

Bacillus subtilis HC-9 (GCA_045291565.1)4.37

Bacillus subtilis MJ-4 (GCA_036347755.1)56.6

1
66.2

Bacillus subtilis BD-592 (GCA_035822775.1)14.5

0.68
1.48

0.39
0.851

Bacillus subtilis - (GCA_905318255.2)4.88

Bacillus subtilis GGC-P12B (GCA_007786555.1)39.1

0.4
0.229

Bacillus subtilis - (GCA_905311035.2)5.66

0.49
0.323

0.47
0.0497

Bacillus subtilis RS308 (GCA_030016335.1)5.03

Bacillus subtilis HED2021 (GCA_033436855.1)6.97

Bacillus subtilis - (GCA_905319135.2)5.95

Root0

NJ tree generated by a cgMLST analysis (based on 1342 loci)

250


