NJ tree generated by a cgMLST analysis (based on 906 loci)
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—— @ igilactobacillus salivarius NCIMB8817 (GCA_002079925.1)

AOOEA-ZG Ligilactobacillus salivarius LMG 14476 (GCA_002079385.1)
Y 874 igilactobacillus salivarius LMG 14477 (GCA_002079795.1)
9. igilactobacillus salivarius C57 (GCA_029070905.1)
Ligilactobacillus salivarius L28 (GCA _002250405.1)

=Ligilactobacillus salivarius TCI153 (GCA 046523885.1)
Ligilactobacillus salivarius DSM 20554 (GCA 002079585.1)
Ligilactobacillus salivarius BCRC 12574 (GCA_002735985.1)
*.Ligilactobacillus salivarius NCIMB702343 (GCA_002079325.1)
Ligilactobacillus salivarius T25a (GCA_048572735.1)
Ligilactobacillus salivarius VRA_01-1sq_f (GCA_009683115.1)
Ligilactobacillus salivarius VRA_1sq_f (GCA_009683065.1)
Ligilactobacillus salivarius S40 (GCA_030062895.1)

Ligilactobacillus salivarius S35 (GCA_030062845.1)
Ligilactobacillus salivarius S39 (GCA_030062875.1)

299 igilactobacillus salivarius S99 (GCA_030062805.1)

L9 igilactobacillus salivarius $32 (GCA_030062825.1)
Ligilactobacillus salivarius S91 (GCA_030062915.1)
Ligilactobacillus salivarius S96 (GCA_030062935.1)
Ligilactobacillus salivarius S103 (GCA _031557155.1)
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