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Ligilactobacillus salivarius FYNDL6_3.scaf (GCA_009866035.1)135
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Ligilactobacillus salivarius JCM 1042 (GCA_002079505.1)2.75

Ligilactobacillus salivarius JCM 1044 (GCA_002079485.1)3.25

Ligilactobacillus salivarius CCuG2753OB (GCA_002079745.1)5.6
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Ligilactobacillus salivarius DSM 20492 (GCA_002079595.1)111
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Ligilactobacillus salivarius BCRC 12574 (GCA_002735985.1)3.6

Ligilactobacillus salivarius DSM 20554 (GCA_002079585.1)5.4

Ligilactobacillus salivarius TCI153 (GCA_046523885.1)18.4
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Ligilactobacillus salivarius C12 (GCA_008016885.1)343
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Ligilactobacillus salivarius AM09-40 (GCA_003472615.1)258

Ligilactobacillus salivarius L28 (GCA_002250405.1)244
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Ligilactobacillus salivarius C2 (GCA_008016915.1)0

Ligilactobacillus salivarius C3 (GCA_019593595.1)0
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Ligilactobacillus salivarius gul2 (GCA_002079545.1)0.8

Ligilactobacillus salivarius gul1 (GCA_002079565.1)3.2
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Ligilactobacillus salivarius ATCC 11741 (GCA_000159395.1)0.906
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Ligilactobacillus salivarius DSM 20555 (GCA_001435955.1)0
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0

Ligilactobacillus salivarius BCRC 14759 (GCA_002736025.1)0

Ligilactobacillus salivarius DS3_12 (GCA_003052845.1)0

Root0

NJ tree generated by a cgMLST analysis (based on 906 loci)
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