N) tree generated by a cgMLST analysis (based on 906 loci)
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Ligilactobacillus salivarius AH43324 (GCA_002079805.1)
Ligilactobacillus salivarius AH4231 (GCA_002079845.1)
=Ligilactobacillus salivarius AH4331 (GCA_002079765.1)
=Ligilactobacillus salivarius CCuG45735 (GCA_002079685.1)
=Ligilactobacillus salivarius ACS-116-V-Col5a (GCA_000179475.1)
Y.Ligilactobacillus salivarius NT62_5 (GCA 009870175.1)
Ligilactobacillus salivarius NT64 1 (GCA 009865705.1)
=Ligilactobacillus salivarius FYNLJ23_2.scaf (GCA_009865985.1)
%2 igilactobacillus salivarius L21 (GCA_002079435.1)
=Ligilactobacillus salivarius NCK1355 (GCA 040285135.1)
=Ligilactobacillus salivarius CCuG47826 (GCA_002079625.1)
Ligilactobacillus salivarius CCuG47825 (GCA_002079655.1)
Ligilactobacillus salivarius OM08-20 (GCA_003438595.1)
—2.Ligilactobacillus salivarius 144-2021-8 (GCA_028864385.1)

%Ligilactobacillus salivarius FJLHD24M1 (GCA_009863635.1)
Y 110 igilactobacillus salivarius FYNDL6_3.scaf (GCA_009866035.1)

4.37

Ligilactobacillus salivarius UCC118 (GCA_000008925.1)
Ligilactobacillus salivarius AH43348 (GCA_002079785.1)
=Ligilactobacillus salivarius NCIMB8818 (GCA_002079335.1)

L 3L igilactobacillus salivarius NCK1352 (GCA_040285095.1)



