NJ) tree generated by a cgMLST analysis (based on 906 loci)

118, igilactobacillus salivarius 01M14315 (GCA_002079905.1)
Ligilactobacillus salivarius Ren (GCA_001011095.1)
Ligilactobacillus salivarius JCM 1040 (GCA_002079525.1)
Ligilactobacillus salivarius OM08-20 (GCA_003438595.1)
Ligilactobacillus salivarius L21 (GCA_002079435.1)
=Ligilactobacillus salivarius NCK1355 (GCA 040285135.1)
=Ligilactobacillus salivarius CCuG47826 (GCA_002079625.1)
=Ligilactobacillus salivarius CCuG47825 (GCA _002079655.1)
4329-Ligilactobacillus salivarius 144-2021-8 (GCA_028864385.1)

826 L Ligilactobacillus salivarius FYNDL6_3.scaf (GCA_009866035.1)
Ligilactobacillus salivarius FJLHD24M1 (GCA _009863635.1)
=Ligilactobacillus salivarius FXJSW20M4_2 (GCA_009870215.1)
=Ligilactobacillus salivarius JCM 1042 (GCA_002079505.1)

19, jgilactobacillus salivarius DSM 20492 (GCA_002079595.1)
Ligilactobacillus salivarius DSM 20554 (GCA_002079585.1)
Ligilactobacillus salivarius BCRC 12574 (GCA 002735985.1)
Ligilactobacillus salivarius TCI153 (GCA_046523885.1)

L35 jgilactobacillus salivarius C12 (GCA_008016885.1)

—® jgilactobacillus salivarius CCuG47171 (GCA_002079645.1)

3% jgilactobacillus salivarius JCM 1045 (GCA_002079465.1)

%Root

4.5
0.61

0.572 1
0.39

Flo

22.1

~lo

15.5
0.83
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