N) tree generated by a cgMLST analysis (based on 1342 loci)
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282.Bacillus subtilis SPC-17-3 (GCA_023650935.1)
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Bacillus subtilis B-14204 (GCA_035812245.1)
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Bacillus subtilis AR01-03 (GCA_039903365.1)
Bacillus subtilis SD2 (GCA_041051865.1)
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