NJ tree generated by a cgMLST analysis (based on 1198 loci)

t.Bifidobacterium bifidum ICIS-310 (GCA_002114145.1)
2.Bifidobacterium bifidum 1CIS-629 (GCA_020710245.1)
Bifidobacterium bifidum ICIS-176 (GCA_020861855.1)
Bifidobacterium bifidum 791 (GCA_022014355.1)
Bifidobacterium bifidum 791 (GCA_001595435.1)
Bifidobacterium bifidum ICIS-202 (GCA_004799295.1)
Bifidobacterium bifidum ICIS-643 (GCA_003790385.1)
Bifidobacterium bifidum VKPM Ac-1784 (GCA_016070035.1)
L Bifidobacterium bifidum VKPM Ac-1579 (GCA_016069985.1)
——**.Bifidobacterium bifidum DS32_23 (GCA_003094715.1)
484E5‘84Biﬁdobacterium bifidum IATAQ01 (GCA_049192085.1)
b Blepifidobacterium bifidum IATAO16 (GCA_049192055.1)
Bifidobacterium bifidum DS31_23 (GCA_003094735.1)
Bifidobacterium bifidum LH_1017 (GCA_029723565.1)
Bifidobacterium bifidum LH_1016 (GCA_029723595.1)
Bifidobacterium bifidum LH_1013 (GCA_029723675.1)
Bifidobacterium bifidum ICIS-504 (GCA_020908005.1)
Bifidobacterium bifidum 1001216st1_H2_BSD2780120875b_170604 (GCA_028202595.1)
Bifidobacterium bifidum 1001216st1_E8_10012161_160404 (GCA_028202785.1)
Bifidobacterium bifidum 1001216st1_H8_1001216l_160404 (GCA_028202835.1)
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