
1
0

1
0

Limosilactobacillus reuteri ZY15 (GCA_045037805.1)123

0.54
5.11

0.57
4.89

0.59
5.35

0.29
1.38

Limosilactobacillus reuteri KLR3003 (GCA_002128635.1)111

Limosilactobacillus reuteri KLR2001 (GCA_002128495.1)116

Limosilactobacillus reuteri pg-3b (GCA_036621915.1)109

Limosilactobacillus reuteri KLR3002 (GCA_002128615.1)116

0.53
3.99

0.24
2.65

0.8
11.8

Limosilactobacillus reuteri M826A (GCA_046938015.1)97

Limosilactobacillus reuteri KLR2006 (GCA_002128755.1)113

Limosilactobacillus reuteri UBLRU-87 (GCA_003719715.1)111

0.13
3.16

0.89
10.8

0.48
5.49

1
52.2

Limosilactobacillus reuteri M824A (GCA_046938025.1)28.6

Limosilactobacillus reuteri M990A (GCA_046937715.1)30.4

Limosilactobacillus reuteri M966A (GCA_046937815.1)101

0.59
6.26

Limosilactobacillus reuteri M778A (GCA_046938155.1)90.4

Limosilactobacillus reuteri PH-3 (GCA_023896335.1)99.6

0.07
1.06

0.07
0.766

0.38
5.34

0.78
6.3

1
41.4

1
36.1

Limosilactobacillus reuteri M963A (GCA_046937795.1)11.3

Limosilactobacillus reuteri M767A (GCA_046938255.1)12.7

Limosilactobacillus reuteri M774A (GCA_046938195.1)51.4

Limosilactobacillus reuteri M721A (GCA_046938595.1)91.6

Limosilactobacillus reuteri M825A (GCA_046937975.1)104

Limosilactobacillus reuteri M755A (GCA_046938415.1)101

Limosilactobacillus reuteri ATCC 53608 (GCA_000236455.2)107

Root0

NJ tree generated by a cgMLST analysis (based on 729 loci)
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