
1
0

1
0

0.53
4.83

0.74
5.22

Limosilactobacillus reuteri KLR3003 (GCA_002128635.1)113

Limosilactobacillus reuteri pg-3b (GCA_036621915.1)111

Limosilactobacillus reuteri KLR3002 (GCA_002128615.1)116

0.35
4.51

Limosilactobacillus reuteri M833A (GCA_046938095.1)124

0.11
1.65

0.5
7.54

Limosilactobacillus reuteri KLR2006 (GCA_002128755.1)116

Limosilactobacillus reuteri M826A (GCA_046938015.1)94.1

0.13
2.04

Limosilactobacillus reuteri M838A (GCA_046937825.1)116

0.1
2.63

0.04
1.14

0.6
7.8

0.81
5.84

1
42.6

1
35.8

Limosilactobacillus reuteri M963A (GCA_046937795.1)11.3

Limosilactobacillus reuteri M767A (GCA_046938255.1)12.7

Limosilactobacillus reuteri M774A (GCA_046938195.1)51.7

Limosilactobacillus reuteri M721A (GCA_046938595.1)90.4

Limosilactobacillus reuteri M825A (GCA_046937975.1)105

0.95
17.7

1
52

Limosilactobacillus reuteri M824A (GCA_046938025.1)28.8

Limosilactobacillus reuteri M990A (GCA_046937715.1)30.2

Limosilactobacillus reuteri M778A (GCA_046938155.1)90.5

0.11
0.81

0.3
3.19

Limosilactobacillus reuteri UBLRU-87 (GCA_003719715.1)108

0.71
9.24

Limosilactobacillus reuteri ATCC 53608 (GCA_000236455.2)98.7

Limosilactobacillus reuteri M984A (GCA_046937655.1)98.3

0.96
13.7

Limosilactobacillus reuteri M755A (GCA_046938415.1)86.7

Limosilactobacillus reuteri AN417 (GCA_013348825.1)106

Root0
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