
1
0

1
0

1
31.4

1
99.2

1
70.2

Bacteroides xylanisolvens An109 (GCA_002161115.1)151

Bacteroides xylanisolvens MSK.17.2 (GCA_019129725.1)149

Bacteroides xylanisolvens ERR9578203_bin.15_MetaWRAP_v1.3_MAG (GCA_958443275.1)281

Bacteroides xylanisolvens FFJLY22K22 (GCA_019734995.1)327

1
17.4

Bacteroides xylanisolvens TM09-13 (GCA_003436085.1)346

1
352

Bacteroides xylanisolvens P17.A3 (GCA_020256605.1)1.64

0.81
0.312

1
0.938

0.59
0

Bacteroides xylanisolvens P14.C1 (GCA_020257005.1)0

Bacteroides xylanisolvens P14.F5 (GCA_020257045.1)0

Bacteroides xylanisolvens P14.A2 (GCA_020257055.1)0

0.5
0.0625

Bacteroides xylanisolvens P17.D5 (GCA_020256715.1)0

0.5
0

Bacteroides xylanisolvens P17.C2 (GCA_020256745.1)0

0.5
0

Bacteroides xylanisolvens P17.D4 (GCA_020256765.1)0

0.5
0

Bacteroides xylanisolvens P15.F11 (GCA_020256825.1)0

0.5
0

Bacteroides xylanisolvens P15.F10 (GCA_020256885.1)0

0.5
0

Bacteroides xylanisolvens P15.B10 (GCA_020256915.1)0

0.5
0

Bacteroides xylanisolvens P15.E10 (GCA_020257025.1)0

0.5
0

Bacteroides xylanisolvens P14.B8 (GCA_020257105.1)0

0.5
0

Bacteroides xylanisolvens P15.A10 (GCA_020257145.1)0

0.5
0

Bacteroides xylanisolvens P13.H2 (GCA_020257185.1)0

Bacteroides xylanisolvens P13.F7 (GCA_020257325.1)0

Root0

NJ tree generated by a cgMLST analysis (based on 876 loci)

250


