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0.36
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Bacillus subtilis 2RL2-3 (GCA_003665275.1)9.46
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Bacillus subtilis CBP-3231 (GCA_035804555.1)1.76

0.54
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0.2
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Bacillus subtilis CBP-3221 (GCA_035804635.1)2
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Bacillus subtilis CBP-3232 (GCA_035804515.1)1

Bacillus subtilis CBP-3218 (GCA_035804715.1)2

Root0

NJ tree generated by a cgMLST analysis (based on 1342 loci)
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