Dendrogram of cgMLST analysis (based on 1342 loci)
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Bacillus subtilis BGSC 27E1 (GCA_024508195.1)
Bacillus subtilis B-14197 (GCA 035812335.1)
- Bacillus subtilis B-14202 (GCA 035812275.1)
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Bacillus subtilis CBP-3202 (GCA 035804995.1)
II Bacillus subtilis CBP-3234 (GCA_035804455.1)
l Bacillus subtilis CBP-3198 (GCA_035805055.1)
Bacillus subtilis CBP-3236 (GCA 035804415.1)
Bacillus subtilis CBP-3213 (GCA_035804835.1)
Bacillus subtilis SRCM100333 (GCA_002201995.1)
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