N) tree generated by a cgMLST analysis (based on 607 loci)

=]o

n—-Lo

29.8

267

31.7

3.32
0.47

8.08
Sy 162
0.95

Limosilactobacillus fermentum BFE 6620 (GCA_002204495.1)

23.7

{Limosilactobacillus fermentum CIRM-BIA 2221 (GCA_025122475.1)
' 272 imosilactobacillus fermentum CIRM-BIA 891 (GCA_025191805.1)

L%, imosilactobacillus fermentum ACA-DC 179 (GCA 019890875.1)

2% imosilactobacillus fermentum A51 (GCA 030845215.1)

143

Limosilactobacillus fermentum SRCM103285 (GCA_004063515.1)

Limosilactobacillus fermentum CBA7106 (GCA_003255875.1)

Limosilactobacillus fermentum KCKM 0998 (GCA_031460995.1)

113

Limosilactobacillus fermentum z-6 (GCA_043950145.1)

=Limosilactobacillus fermentum AGR1485 (GCA 011032765.1)
97.2
i

=Limosilactobacillus fermentum 47-7 (GCA_001854105.1)

121

—===Limosilactobacillus fermentum DMO075 (GCA_024204625.1)

8.83
0.96

%fumosilactobacinus fermentum 103 (GCA _002794375.1)
w1 | imosilactobacillus fermentum CIRM-BIA 2152 (GCA_025191565.1)

0.99

L 297, imosilactobacillus fermentum LfQi6 (GCA_000966835.2)
Limosilactobacillus fermentum CIRM-BIA 2151 (GCA 025191585.1)

163

Limosilactobacillus fermentum 28-3-CHN (GCA_000162395.1)
Limosilactobacillus fermentum 12 (GCA_009295755.1)

Limosilactobacillus fermentum AGA52 (GCA 021582915.1)
Limosilactobacillus fermentum SNUV175 (GCA_001941785.1)



