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0

1
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Limosilactobacillus reuteri 105o (GCA_002254045.1)1.79

Limosilactobacillus reuteri 105k (GCA_002254085.1)1.21

0.98
15.2

1
239

Limosilactobacillus reuteri 609l (GCA_002253665.1)1

Limosilactobacillus reuteri 609d (GCA_002253705.1)1

0.87
12

Limosilactobacillus reuteri 100-93 (GCA_009649105.1)228

0.77
11.7

0.42
3.24

Limosilactobacillus reuteri AD23 (GCA_009649595.1)220

Limosilactobacillus reuteri NM11_1-41 (GCA_004793875.1)234

1
33

0.93
19.4

1
133

Limosilactobacillus reuteri DSM 28673 (GCA_024622285.1)9.18

Limosilactobacillus reuteri DSM 100191 (GCA_024622315.1)10.8

Limosilactobacillus reuteri 114h (GCA_002253825.1)161

1
110

Limosilactobacillus reuteri 601f (GCA_002253755.1)122

1
30

1
41.7

Limosilactobacillus reuteri 107k (GCA_002253925.1)3.13

0.52
0.368

Limosilactobacillus reuteri 107j (GCA_002253955.1)3.85

Limosilactobacillus reuteri 107e (GCA_002254035.1)4.15

1
20.9

0.44
0.481

0.96
3.46

Limosilactobacillus reuteri 609e (GCA_002253685.1)4.78

Limosilactobacillus reuteri 609i (GCA_002253625.1)3.22

0.98
2.04

Limosilactobacillus reuteri 114g (GCA_002253835.1)1.55

Limosilactobacillus reuteri 114q (GCA_002253865.1)2.45

0.43
0.269

Limosilactobacillus reuteri 601g (GCA_002253725.1)4.13

Limosilactobacillus reuteri 601l (GCA_002253745.1)6.87

Root0

NJ tree generated by a cgMLST analysis (based on 729 loci)
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