Dendrogram of cgMLST analysis (based on 1285 loci)

- Bacteroides fragilis 1007-1-F #3 (GCA_000599265.1)
- Bacteroides fragilis 1007-1-F #10 (GCA _000598685.2)
- Bacteroides fragilis 1007-1-F #6 (GCA _000601095.1)
- Bacteroides fragilis 1007-1-F #9 (GCA_000598885.1)
- Bacteroides fragilis 1007-1-F #5 (GCA _000601035.1)
~ Bacteroides fragilis 1007-1-F #4 (GCA_000598545.2)
Bacteroides fragilis 1007-1-F #8 (GCA_000598265.1)
— Bacteroides fragilis 1007-1-F #7 (GCA_000599145.2)
—— Bacteroides fragilis S13 L11 (GCA_000599105.1)
_E Bacteroides fragilis S 148 (GCA 034122625.1)
Bacteroides fragilis UBA1684 (GCA 002320205.1)

Bacteroides fragilis FDAARGOS 1511 (GCA 020297425.1)
Bacteroides fragilis ERR4647695_bin.4_MetaWRAP_v1.1_MAG (GCA 946502935.1)
_[ Bacteroides fragilis P1-G2 (GCA_023274245.1)

Bacteroides fragilis S 565 (GCA 034137425.1)
‘4’ Bacteroides fragilis S 866 (GCA 034141385.1)

Bacteroides fragilis S_ 1123 (GCA_034149545.1)

Bacteroides fragilis FJNDD5M4 (GCA_029872695.1)

_[ Bacteroides fragilis AM13-18 (GCA 003472195.1)
Bacteroides fragilis S 62 (GCA _034124625.1)

1000 500 0




