N) tree generated by a cgMLST analysis (based on 773 loci)

199, acticaseibacillus paracasei Lpp41l (GCA_000410395.1)
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Lacticaseibacillus paracasei TD 062 (GCA_009834405.1)
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Z-Lacticaseibacillus paracasei FAM6165 (GCA_003712875.1)

Lacticaseibacillus paracasei KMB_623 (GCA_003346015.1)
Lacticaseibacillus paracasei INF 448 (GCA_004368425.1)

%Lacticaseibacillus paracasei MA3 (GCA_023470655.1)
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2. acticaseibacillus paracasei MA2 (GCA_018966985.1)
,(*Lacticaseibacillus paracasei INF 10 (GCA_004368475.1)
=Lacticaseibacillus paracasei INF 456 (GCA_004368495.1)
=Lacticaseibacillus paracasei DPC 7150 (GCA_014155825.1)
“Lacticaseibacillus paracasei CIRM-BIA 1440 (GCA_025190775.1)
“<Lacticaseibacillus paracasei FAM18133 (GCA_003712525.1)
Lacticaseibacillus paracasei ABK (GCA_018967025.1)
Lacticaseibacillus paracasei KF1 (GCA_023470645.1)
Lacticaseibacillus paracasei FAM18149 (GCA_002442835.1)
Lacticaseibacillus paracasei FAM18149 (GCA_003712485.1)
=Lacticaseibacillus paracasei FAM18168 (GCA_003712505.1)
“Lacticaseibacillus paracasei Lpp22 (GCA_000410155.1)
“Lacticaseibacillus paracasei B14 (GCA_039631265.1)




