
1
0

1
0

Lactiplantibacillus plantarum FlyG10.1.5 (GCA_002737835.1)23.4

0.86
7.01

Lactiplantibacillus plantarum FlyG2.1.8 (GCA_002735815.1)9.99

0.42
1.77

Lactiplantibacillus plantarum FlyG9.1.4 (GCA_002737825.1)6.98

0.2
0.621

Lactiplantibacillus plantarum FlyG20.1.4 (GCA_002737845.1)17.9

0.28
1.06

Lactiplantibacillus plantarum FlyG3.1.8 (GCA_002738055.1)7

0.34
1.91

Lactiplantibacillus plantarum DietG20.1.2 (GCA_002737935.1)6.62

0.25
0.36

Lactiplantibacillus plantarum DietG20.2.2_EE (GCA_002737995.1)10.7

0.73
3.4

0.72
4.11

Lactiplantibacillus plantarum FlyG20.2.6 (GCA_002737885.1)14.1

Lactiplantibacillus plantarum FlyG11.2.6 (GCA_002737905.1)22.9

1
4.85

Lactiplantibacillus plantarum Nizo2877 (GCA_001308305.1)0.0158

0.57
0.934

Lactiplantibacillus plantarum DSM 20174 (GCA_014131735.1)0.937

0.36
0.0623

Lactiplantibacillus plantarum CIRM-BIA 466 (GCA_025189985.1)2

0.13
0.00063

Lactiplantibacillus plantarum ATCC 14917 (GCA_000143745.1)1

0.12
8e-05

Lactiplantibacillus plantarum IDCC3501 (GCA_003428355.1)1

0.12
5e-05

Lactiplantibacillus plantarum - (GCA_019655875.1)1

0.08
3e-05

Lactiplantibacillus plantarum CIRM-BIA 2109 (GCA_025190105.1)1

0.1
3e-05

Lactiplantibacillus plantarum CGMCC 1.2437 (GCA_001434175.1)0

0.1
0

Lactiplantibacillus plantarum Nizo2855 (GCA_001633645.1)0

0.1
0

Lactiplantibacillus plantarum RI-203 (GCA_002750675.1)0

Lactiplantibacillus plantarum - (GCA_007989145.1)0

Root0

NJ tree generated by a cgMLST analysis (based on 942 loci)
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