N) tree generated by a cgMLST analysis (based on 1252 loci)
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Bifidobacterium breve 180W83 (GCA_002838525.1)
Bifidobacterium breve 12-4 (GCA_003370155.1)
Bifidobacterium breve 082W48 (GCA_002838545.1)
Bifidobacterium breve 017W439 (GCA_002838465.1)
Bifidobacterium breve 2217stl B10_2217SCRN_200827 (GCA_028203585.1)
Bifidobacterium breve 2217stl_C9_2217SCRN_200827 (GCA_039912975.1)
222 Bifidobacterium breve NRBB20 (GCA_002838645.1)

Bifidobacterium breve NRBB27 (GCA_002838665.1)
Bifidobacterium breve NRBB02 (GCA_002838265.1)
Bifidobacterium breve NRBB49 (GCA_002838685.1)
Bifidobacterium breve NRBB18 (GCA_002838605.1)
=Bifidobacterium breve NRBB08 (GCA_002838745.1)

+[“*Bifidobacterium breve SDS-1919-OWrl (GCA_027214925.1)
Bifidobacterium breve SDS-1921-OWrl (GCA_027215475.1)
=Bifidobacterium breve SDS-1920-OWrl (GCA_027215465.1)
~Bifidobacterium breve SDS-512-W (GCA 027214765.1)
Bifidobacterium breve JSRLO1 (GCA_009498435.1)
=Bifidobacterium breve 7E (GCA_002271275.1)
=Bifidobacterium breve LH_1052 (GCA_029723405.1)
Bifidobacterium breve UMB6370 (GCA_030216845.1)




