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ree generated by a cgMLST analysis (based on 906 loci)

365

Ligilactobacillus salivarius 150 Feed (GCA 030373745.1)
Ligilactobacillus salivarius DSM 108969 (GCA_014982915.1)
Ligilactobacillus salivarius An84 (GCA 002161265.1)

#7 igilactobacillus salivarius 92_BHI (GCA_030371315.1)
Ligilactobacillus salivarius An453 (GCA_016902115.1)
Ligilactobacillus salivarius An787 (GCA_016900465.1)
Ligilactobacillus salivarius KZ-NCB (GCA_013391745.1)
Ligilactobacillus salivarius 30_SSukc10 (GCA_030371905.1)
Ligilactobacillus salivarius SMXD51 (GCA_000260335.1)
Ligilactobacillus salivarius 156_Feed (GCA_030372045.1)

372 Ligilactobacillus salivarius 290 (GCA_002848245.1)
Ligilactobacillus salivarius ET141 (GCA_030372485.1)
Ligilactobacillus salivarius SGL 03 (GCA_002738245.1)

344

Ligilactobacillus salivarius JCM 1047 (GCA_002079425.1)

h.44
0.04

Ligilactobacillus salivarius DJ-sa-01 (GCA_003316955.1)
Ligilactobacillus salivarius SRCM217594 (GCA_030434015.1)
Ligilactobacillus salivarius FHNXY73M9 (GCA 009863735.1)
Ligilactobacillus salivarius NIAS840 (GCA_000215465.2)

Ligilactobacillus salivarius AER36 (GCA_020026555.1)
Ligilactobacillus salivarius AER35 (GCA_020026485.1)



