N) tree generated by a cgMLST analysis (based on 607 loci)
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179 [Limosilactobacillus fermentum FI111548 (GCA_036431245.1)
' LLimosilactobacillus fermentum FI11620 (GCA 036431325.1)
Limosilactobacillus fermentum DS13_7 (GCA _003061865.1)
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%iﬁ'umosilactobacillus fermentum IMDO 130101 (GCA_900205745.1)
Y L4 imosilactobacillus fermentum IMDO TCIL10 (GCA_963237045.1)
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%7 imosilactobacillus fermentum UC3641 (GCA_014926345.1)
—%Limosilactobacillus fermentum 222 (GCA_001368755.1)
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188 ELimosiIactobaciIlus fermentum S6 (GCA 900163585.1)
Y 05 imosilactobacillus fermentum S13 (GCA_900163595.1)
Limosilactobacillus fermentum FUA3589 (GCA_004683795.1)
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